5_ALAl daals
el ) Al

Cairo University

\~\ -LM‘H‘J}-“JJL






: . pl " P4
) e ol T 5 ) ts5m (b Rt s sl) a ) il I glall s il dﬁpu»»:“-ﬂéﬂ‘ A& g

(O50) laind) 3areie Alidis 3 ) s 8 AgineY) raleaV) (e (I sk i 3



& o3 (s b Ania g il ao) 81 (e £ ol Ary ) 2 ga gl T a0 *

P Al B ol el Glala g e 359l TR
d.\ﬂ\j.d\u\jcmj‘)mds\)sﬂ\_\)uwdl_uumubjﬂo)@\ubo
¢ L )08 Gl jad aae L@;Cq.\.ux.\jac\.uij_\jsm)\.dubd\
M\@WMY\UJM\MY\UALAAY\ JJ.CU.A)JS\ \JAJGDJM
@JAY‘UAA\AJ\MD‘)MUA‘).\S‘JPJ@M‘&‘B

MRNA Jse ol 1o 5 (s 0a (B lag sl 53 B0 (e Aa3) JS 3] o
A )98 el cemy

JA}JLAS w\&myeﬁoﬁﬂ\wcuMHid\u\M\-
‘w\ ua\.,q;\ MY Privad (UAA UAG, &UGA) )yl A8
im0 A Lgmbsa (o5 ¢ 3 58 il jih e

45“}‘44\34°J&“‘S€JMUMJM@JAY‘UMMJM(AUG) 5 yalll e
u_uj}j\d_d&‘\nu\\r LS"M




First letter

Second letter

¥ C A G
VUL | phanl: ucu | UAL . UGy U
LILIC Elﬂl’til}l'le uee pRE LIAC T!ﬂ'ﬂE:IﬁE UGC 'I:'_ﬁ*'E'ﬁ'E c
UuG UAG Stop codon| | UGG Tr:.rpmphﬂn G
cuu ccu | Histidine || CGU U
Lk Leucine hE EFm-!inE b Arginine -
CUA CCA | CAA ; CGA A
CUG G | caG | Glutamine || CGG G
AUU AAL L AGU: [ U
auc Hesletcine i‘é'&' AAC ASPAragine| | ,~- | Serine c
| Threoni
. ALLA Mp'ghinnine: ACA reonine Py _ e - i
| AlG | initiation ACG | AAG | Lysine AGG | Arginine -
L codon Gt istat
GUU GCU | Igﬁ Aspartic || GGU g
S Valine i Alanine | ——— id oo Glycine
GLA GCA | GAA | g , GGA A
GUG GCG | CAG M:;:;am*ﬂ GGG 3




Wobbling gl 3_aua
s J) g

sl el pald tRNA JiU T G 5 s 88 S aa o da
T tRNA I il ja (e calida g o8 1) JAY) e aa g

¥ oasy

ST e ol LS tRNA B T 5 il pane Y 5>



gl 5 sl a ¢da\Wobbling

}\ C.AJ\_J\::)A\.E?}@AA Y411 e\.c‘_;d{)sum\)ﬂej\.d\u.uﬁ\ °
dlgl) 8 ng‘y’\ L g yinill sacldl) ) == <ua « Wobbling il
e L 40 ,lally A3l e tRNA s G sabiad) 380 e 57
& 55 On S ae A g 520 Jaal 55 (0 S0 L mannlan ¢ AAIGN Sl 450l
TMRNA G55 08 5l (e 37 dleall b Aiam 5 il s il

JLQJAUAOJMS\JMA&\JJ‘&UMJM‘WM)JMOJQEJ&)A’
W@jcumd\mjﬂ\omu\wojjugéj tRNA dﬂu\\u
MLMM\)}OJMUAJJS\LA;uﬂbtRNAdSU\\UJLQJAJ



Inosine

“
. o . \
rd - :“. |':\
- ‘,'... o .
F et -
S
\ .. P\
= :'

ribose

inosine adenine

Inosine arises through enzymatic
modification of adenine
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PAIRING RULES

Wobble TABLE 13.4
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Amino acid Ser
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Prokaryotes: Small subunit [30S contains (16S rRNA)]
Large subunit [50S contains (5S & 23S rRNA)]

Total size : 70S

Eukaryotes: Small subunit [40S contains (18S rRNA)]
Large subunit [60S contains (5S & 5.8S & 28S rRNA)]

Total size : 80S

Note: that the S units represent measures of sedimentation rate of ribosome units. The
sedimentation rate of each subunit is affected by its shape, as well as by its mass.
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Translation - Elongation

Aminoacyl tRNA

Ribosome
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Eukaryotes: Small subunit [40S contains (18S rRNA)] -
Large subunit [60S contains (5S & 5.8S & 28S rRNA)]

Total size : 80S
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